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1 emerging sugarcane diseas
in Guadeloupe

eginning from the midrib of
t leaves 3

se is caused by the Sugarcane
1s (SCYLV)

ras reported from a large
yarcane growing areas
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rial and methods used

trial containing 200 cvs from

with specific primers to identify
genotypes BRA-PER, CUB, REU.



SCYLYV incidence
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LV genotype incidence

otentiaihost range of SCYLV genotypes
ER, CUB and REU
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SCYLV genotype incidence

Y 'V genotype identification in
sapled plots during two crop

cycles

® BRA-PER +CUB

BRA-PER + REU

CUB + REU

BRA-PER + CUB + REU
cycle B, 87 samples

20 plots (3 pléts per cultivar) tested in 2 CroE] cycles for the presence of the
- virus and the presence of different SCYLV genotypes in infected leaves.

Only SCYLV positive plots are presented here
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Incidence %

yGY 'V and genotype incidences

40 selected cultivars
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ct of viral genotype on
ured SCYLV incidence

otype was analysed by modelling linear
idence of SCYLV (ISCYLV) and

CUB r?= (0,87

REU r2= 0,44 Genotype CUB
T i ) incidence is the best
RA-PER 1*=0,38 correlated to SCYLV
incidence

UB + BRA-PER + REU /stepwise
+BRA-PER with r2 =0,95

SCYLV genotypes CUB and BRA-PER
explain together 95% of the SCYLV
incidence variation observed between
cultivars
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utcome

erent aggressiveness traits

&

t resistance traits ?

ent, results can not be applied to an other
ent if mapping of virus genotypes is not
achieved

When a cultivar is resistant (low incidence) to
- SCYLV genotype CUB, it is also resistant to the
other genotypes, but the reverse is not true.
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mparative genomic between
sugarcane and related grasses

— Search for candidate genes

Synteny
Colinearity
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